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Figure 4A Comparison of Wild type HSV-1 and HSV-2 DNA Polymerases Amino 



Acid Sequences Alligned by Amino Acid Homology'*' 



HSV2- 


MS 


MFCAAGGPTS 


PGGKSAARAA 


SGFFAPHNPR 


GATQTAPPPC 


RRQNFYNPHL 


-50 


HSV2- 


186 


MFCAAGGPAS 


PGGKSAARAA 


SGFFAPHNPR GATQTAPPPC 


RRQNFYNPHL 


-50 


HSVl- 


Kos 


MFSGGGGPLS 


PGGKSAARAA 


SGFFAPAGPR 


GAGR.GPPPC 


LRQNFYNPYL 


-49 


rlo V J. 




MFSGGGGPLS 


PGGKSAARAA 


SGFFAPAGPR 


GAGR.GPPPC 


LRQNFYNPYL 


-49 


HSVl- 


DJIi 


MFSGGGGPLS 


PGGKSAARAA 


SGFFAPAGPR 


GAGR.GPPPC 


LRQNFYNPYL 


-49 


HSVl- 


■F 


MFSGGGGPLS 


PGGKSAARAA 


SGFFAPAGPR 


GAGR.GPPPC 


LRQNFYNPYL 


-49 


HSV2- 


■MS 


AQTGTQPKAP 


GPAQRHTYYS 


ECDEFRFIAP 


RSLDEDAPAE 


QRTGVHDGRL 


-100 


HSV2- 


-186 


AQTGTQPKAP 


GPAQRHTYYS 






QRTGVHDGRL 


-100 


HSVl- 


•Kos 


APVGTQQKPT 


GPTQRHTYYS 


ECDEFRFIAP 


RVLDEDAPPE 


KRAGVHDGHL 


-99 


HSVl- 


-Pat ton 


AP V(31 y UJSJr i 




ECDEFRFIAP 


RVLDEDAPPE 


KRAGVHDGHL 


-99 


HSVl- 


-DJl 


APVGTQQKPT 


GPTQRHTYYS 


ECDEFRFIAP 


RVLDEDAPPE 


KRAGVHDGHL 


-99 


HSVl- 


-F 


APVGTQQKPT 


GPTQRHTYYS 


ECDEFRFIAP 


RVLDEDAPPE 


KRAGVHDGHL 


-99 


HSV2- 


-MS 


RRAPKVYCGG 


DERDVLRVGP 


EGFWPRRLRL 


WGGADHAPKG 


FDPTVTVFHV 


-150 


HSV2 


-186 


RRAPKVYCGG 


DERDVLRVGP 


EGFWPRRLRL 


WGGADHAPEG 


FDPTVTVFHV 


-150 


HSV-KOS 


KRAPKVYCGG 


DERDVLRVGS 


GGFWPRRSRL 


WGGVDHAPAG 


FNPTVTVFHV 


-149 


HSVl 


-Pat ton 


KRAPKVYCGG 


DBRDVLRVGS 


GGFWPRRSRL 


WGGVDHAPAG 


FNPTVTVFHV 


-149 


HSVl 


-DJL 


KRAPKVYCGG 


DERDVLRVGS 


GGFWPRRSRL 


WGGVDHAPAG 


FNPTVTVFHV 


-149 


HSVl 


-F 


KRAPKVYCGG 


DERDVLRVGS 


GGFWPRRSRL 


WGGVDHAPAG 


FNPTVTVFHV 


-149 


HSV2 


-MS 


YDILEHVEHA 


YSMRAAQLHE 


RFMDAITPAG 


TVITLLGLTP 


EGHRVAVHVY 


-200 


HSV2 


-186 


YDILEHVEHA 


YSMRAAQLHE 


RFMDAITPAG 


TVITLLGLTP 


EGHRVAVHVY 


-200 


HSV- 


Kos 


YDILENVEHA 


YGMRAAQFHA 


RFMDAITPTG 


TVITLLGLTP 


EGHRVAVHVY 


-199 


HSVl 


-Patton 


YDILENVEHA YGMRAAQFHA RFMDAITPTG 


TVITLLGLTP 


EGHRVAVHVY 


-199 


HSVl 


-DJL 


YDILENVEHA YGMRAAQFHA RFMDAITPTG 


TVITLLGLTP 


EGHRVAVHVY 


-199 


HSVl 


-F 


YDILENVEHA YGMRAAQFHA RFMDAITPTG 


TVITLLGLTP 


EGHRVAVHVY 


-199 



HSV2-MS GTRQYFYMNK AEVDRHLQCR APRDLCERLA AALRESPGAS FRGISADHFE -250 

HSV2-186 GTRQYFYMNK AEVDRHLQCR APRDLCERLA AALRESPGAS FRGISADHFE -250 

HSV-KoS GTRQYFYMNK EEVDRHLQCR APRDLCERMA AALRESPGAS FRGISADHFE -249 

HSVl- Patton GTRQYFYMNK EEVDRHLQCR APRDLCERMA AALRESPGAS FRGISADHFE -249 

HSVl-DJL GTRQYFYMNK EEVDRHLQCR APRDLCERMA AALRESPGAS FRGISADHFE -249 

HSVl-F GTRQYFYMNK EEVDRHLQCR APRDLCERMA AALRESPGAS FRGISADHFE -249 

HSV2-MS AEWERADVY YYETRPTLYY RVFVRSGRAL AYLCDNFCPA IRKYEGGVDA -3 00 

HSV2-186 AEWERADVY YYETRPTLYY RVFVRSGRAL AYLCDNFCPA IRKYEGGVDA -300 
HSV-Kos AEWERTDVY YYETRPALFY RVYVRSGRVL SYLCDNFCPA IKKYEGGVDA -299 

HSVl-Patton AEWERTDVY YYETRPALFY RVYVRSGRVL SYLCDNFCPA IKKYEGGVDA -299 

HSVl-DJL AEWERTDVY YYETRPALFY RVYVRSGRVL SYLCDNFCPA IKKYEGGVDA -299 

HSVl-F AEWERTDVY YYETRPALFY RVYVRSGRVL SYLCDNFCPA IKKYEGGVDA -299 



HSV2-MS 

^SV2^=ie6- — 
HSV-Kos 
HSVl-Patton 
HSVl-DJL 
HSVl-F 



TTRFILDNPG FVTFGWYRLK 
-"TTRF rtDNPG FVTFGWYRIjK- 
TTRFILDNPG FVTFGWYRLK 
TTRFILDNPG FVTFGWYRLK 
TTRFILDNPG FVTFGWYRLK 
TTRFILDNPG FVTFGWYRLK 



PGRGNAPAQP RPPTAFGTSS DVEFNCTADN -350 
-P^GNAPAQP -RPPTAFGTSS~DVEPNCTADN~^50~ 
PGRNNTLAQP RAPMAFGTSS DVEFNCTADN -349 
PGRNNTLAQP RAPMAFGTSS DVEFNCTADN -349 
PGRNNTLAQP RAPMAFGTSS DVEFNCTADN -349 
PGRNNTLAQP RAPMAFGTSS DVEFNCTADN -349 



HSV2-MS 

HSV2-186 

HSV-Kos 

HSVl-Patton 

HSVl-DJL 

HSVl-F 



LAVEGAMCDL 
LAVEGAMCDL 
LAIEGGMSDL 
LAIEGGMSDL 
LAIEGGMSDL 
LAIEGGMSDL 



PAYKLMCFDI 
PAYKLMCFDI 
PAYKLMCFDI 
PAYKLMCFDI 
PAYKLMCFDI 
PAYKLMCFDI 



ECKAGGEDEL 
ECKAGGEDEL 
ECKAGGEDEL 
ECKAGGEDEL 
ECKAGGEDEL 
ECKAGGEDEL 



AFPVAERPED 
AFPVAERPED 
AFPVAGHPED 
AFPVAGHPED 
AFPVAGHPED 
AFPVAGHPED 



LVIQISCLLY -400 
LVIQISCLLY -400 
LVIQISCLLY -399 
LVIQISCLLY -399 
LVIQISCLLY -399 
LVIQISCLLY -399 



HSV2-MS 



DLSTTALEHI LLFSLGSCDL PESHLSDLAS RGLPAPWLE FDSEFEMLLA -450 
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Figure 4B Comparison of Wild type HSV-1 and HSV-2 DNA Polymerases Amino 
Add Sequences ADigned by Amino Acid Homology* 



HSV2-186 
HSV-Kos 
HSVl-Patton 
HSVl-DJL 
HSVl-F 

HSV2-MS 
HSV2-186 
HSV-Kos 
HSVl-Patton 
HSVl-DJL 
HSVl-F 

HSV2-MS 
HSV2-186 

HSV-Kos 
HSVl-Patton 
HSVl-DJL 
HSVl-F 

HSV2-MS 
HSV2-186 

HSV-Kos 
HSVl-Patton 
HSVl-DJL 
HSVl-F 

HSV2-MS 

HSV2-186 

HSV-Kos 

HSVl-Patton 

HSVl-DJL 

HSVl-F 

HSV2-MS 

HSV2-186 

HSV-Kos 

HSVl-Patton 

HSVl-DJL 

HSVl-F 



HSV2-MS 

HSV2-186 

HSV-Kos 



DLSTTALEHI LLFSLGSCDL 
DLSTTALEHV LLFSLGSCDL 
DLSTTALEHV LLFSLGSCDL 
DLSTTALEHV LLFSLGSCDL 
DLSTTALEHV LLFSLGSCDL 



FMTFVKQYGP 
FMTFVKQYGP 
FMTLVKQYGP 
FMTLVKQYGP 
FMTLVKQYGP 
FMTLVKQYGP 



EFVTGYNIIN 
EFVTGYNIIN 
EFVTGYNIIN 
EFVTGYNIIN 
EFVTGYNIIN 
EFVTGYNIIN 



RVWDIGQSHF QKRSKIKVNG 
RVWDIGQSHF QKRSKIKVNG 
RVWDIGQSHF QKRSKIKVNG 
RVWDIGQSHF QKRSKIKVNG 
RVWDIGQSHF QKRSKIKVNG 
RVWDIGQSHF QKRSKIKVNG 



PESHLSDUVS 
PESHLNELAA 
PESHLNELAA 
PESHLNELAA 
PESHLNELAA 

FDWPFVLTKL 
FDWPFVLTKL 
FDWPFLLAKL 
FDWPFLLAKL 
FDWPFLLAKL 
FDWPFLLAKL 

MVNIDMYGII 
MVNIDMYGII 
MVNIDMYGII 
MVNIDMYGII 
MVNIDMYGII 
MVNIDMYGII 



DKKKDLSYRD 
DKKKDLSYRD 
DKKKDLSYRD 
DKKKDLSYRD 
DKKKDLSYRD 
DKKKDLSYRD 

AVARLAGINI 
AVARLAGINI 
AVARLAGINI 
AVARLAGINI 
AVARLAGINI 
AVARLAGINI 

APKRPAVPRG 
APKRPAVPRG 
APKRPAAARE 
APKRPAAARE 
APKRPAAARE 
APKRPAAARE 

GYQGARVLDP 
GYQGARVLDP 



IPAYYASGPA 
IPAYYASGPA 
IPAYYAAGPA 
IPAYYAAGPA 
IPTYYAAGPA 
IPAYYAAGPA 

TRTIYDGQQI 
TRTIYDGQQI 
TRTIYDGQQI 
TRTIYDGQQI 
TRTIYDGQQI 
TRTIYDGQQI 



QRGVTGEYCV 
QRGVIGEYCV 
QRGVIGEYCI 
QRGVIGEYCI 
QRGVIGEYCI 
QRGVIGEYCI 



RGLPAPWLE 
RGLPTPWLE 
RGLPTPWLE 
RGLPTPWLE 
RGLPTPWLE 

TEIYKVPLDG 
TEIYKVPLDG 
TDIYKVPLDG 
TDIYKVPLDG 
TDIYKVPLDG 
TDIYKVPLDG 

TDKVKLSSYK 
TDKVKLSSYK 
TDKIKLSSYK 
TDKIKLSSYK 
TDKIKLSSYK 
TDKIKLSSYK 

QDSLLVGQLF 
QDSLLVGQLF 
QDSLLVGQLF 
QDSLLVGQLF 

QDSLLVGQLF 
QDSLLVGQLF 



FDSEFEMLLA -450 
FDSEFEMLLA -449 
FDSEFEMLLA -449 
FDSEFEMLLA -449 
FDSEFEMLLA -449 



RVFTCLLRLA 
RVFTCLLRLA 
RVFTCLLRLA 
RVFTCLLRLA 
RVFTCLLRLA 
RVFTCLLRLA 



GQKGFILPDT 
GQKGFILPDT 
DQKGFILPDT 
DQKGFILPDT 
DQKGFILPDT 
DQKGFILPDT 



YGRMNGRGVF 
YGRMNGRGVF 
YGRMNGRGVF 
YGRMNGRGVF 
YGRMNGRGVF 
YGRMNGRGVF 

LNAVAEAVLK 
LNAVAEAVLK 
LNAVAEAVLK 
LNAVAEAVLK 
LNAVAEAVLK 
LNAVAEAVLK 

FKFLPHLELS 
FKFLPHLELS 
FKFLPHLELS 
FKFLPHLELS 
FKFLPHLELS 
FKFLPHLELS 

QGRFRGLDKE 
QGRFRGLDKE 
QGRFRGAGGE 
QGRFRGAGGE 
QGRFRGAGGE 
QGRFRGGGGE 



EGERPGDGNG DEDKDDDE , . 
EGERPGDGNG DEDKDDDEDG 

DEERP EEEGEDEDER 

DEERP EEEGEDEDER 

DEERP EEEGEDENER 

DEERP EEEGEDEDER 



TSGFHVDPW 
TSGFHVDPVV 



HSVl-Patton 

HSVl-DJL 

HSVl-F 

HSV2-MS 

HSV2-186 

HSV-Kos 

HSVl-Patton 

HSVl-DJL 

HSVl-F 

HSV2-MS 

HSV2-186 

HSV-Kos 



GYQGARVLDP 
GYQGARVLDP 
GYQGARVLDP 
GYQGARVLDP 

HLEADRDYLE 
HLEADRDYLE 
HLEAGKDYLE 
HLEAGKDYLE 
HLEAGKDYLE 
HLEAGKDYLE 



TSGFHVNPW 
ISGFHVNPW 
TSGFHVNPW 
TSGFHVNPW 

lEVGGRRLFF 
lEVGGRRLFF 
lEVGGRRLFF 
lEVGGRRLFF 
lEVGGRRLFF 
lEVGGRRLFF 



VFDFASLYPS 
VFDFASLYPS 
VFDFASLYPS 
VFDFASLYPS 
VFDFASLYPS 
VFDFASLYPS 

VKAHVRESLL 
VKAHVRESLL 
VKAHVRESLL 
VKAHVRESLL 
VKAHVRESLL 
VKAHVRESLL 



DEDGDERE.E 
DEDGDERE . E 

EEGGGEFIEPE 
EEGGGEREPE 
EEGGGEREPE 
EEGGGEREPE 

IIQAHNLCFS 
IIQAHNLCFS 



VARETGGRHV 
VARETGGRHV 

GARETAGRHV 
GARETAGRHV 
GARETAGRHV 
GARETAGRHV 

TLSLRPEAVA 
TLSLRPEAVA 



-500 
-500 
-499 
-499 
-499 
-499 

-550 
-550 
-549 
-549 
-549 
-549 

-600 
-600 
-599 
-599 
-599 
-599 

-650 
-650 
-649 
-649 
-649 
-649 

-697 
-697 
-694 
-694 
-694 
-694 

-747 
-749 



IIQAHNLCFS 
IIQAHNLCFS 
IIQAHNLCFS 
IIQAHNLCFS 

SILLRDWLAM 
SILLRDWLAM 

sillrdwlam 
sillrdwlam 
sillrdwl;^ 
sillrdwlam 



TLSLRADAVA 
TLSLRADAVA 
TLSLRADAVA 
TLSLRADAVA 

RKQIRSRIPQ 
RKQIRSRIPQ 
RKQIRSRIPQ 
RKQIRSRIPQ 
RKQIRSRIPQ 
RKQIRSRIPQ 



-744 
-744 
-744 
-744 

-797 
-799 
-794 
-794 
-794 
-794 



STPEEAVLLD KQQAAIKWC NSVYGFTGVQ HGLLPCLHVA ATVTTIGREM -847 
SPPEEAVLLD KQQAAIKWC NSVYGFTGVQ HGLLPCLHVA ATVTTIGREM -849 
SSPEEAVLLD KQQAAIKWC NSVYGFTGVQ HGLLPCLHVA ATVTTIGREM -844 
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Figure 4C Comparison of Wfld type HSV-1 and HSV-2 DNA Polymerases Amino 
Add Sequences AlKgned by Amino Acid Homology* 

HSVl-Patton SSPEEAVLLD KQQAAIKWC NSVYGFTGVQ HGLLPCLHVA ATVTTIGREM -844 
5 HSVl-DJL SSPEEAVLLD KQQAAIKWC NSVYGFTGVQ HGLLPCLHVA ATVTTIGREM -844 

HSVl-F SSPEEAVLLD KQQAAIKWC NSVYGFTGVQ HGLLPCLHVA ATVTTIGREM -844 

HSV2-MS LLATRAYVHA RWAEFDQLLA DFPEAAGMRA PGPYSMRIIY GDTDSIFVLC -897 

HSV2-186 LLATRAYVHA RWAEFDQLLA DFPEAAGMRA PGPYSMRIIY GDTDSIFVLC -899 

10 HSV-Kos LLATREYVHA RWAAFEQLLA DFPEAADMRA PGPYSMRIIY GDTDSIFVLC -894 

HSVl-Patton LLATREYVHA RWAAFEQLLA DFPEAADMRA PGPYSMRIIY GDTDSIFVLC -894 

HSVl-DJL LLATREYVHA RWAAFEQLLA DFPEAADMRA PGPYSMRIIY GDTDSIFVLC -894 

HSVl-F LLATREYVHA RWAAFEQLLA DFPE/^MRA PGPYSMRIIY GDTDSIFVLC -894 



15 HSV2-MS RGLTAAGLVA MGDKMASHIS 

HSV2-186 RGLTAAGLVA MGDKMASHIS 

HSV-Kos RGLTAAGLTA MGDKMASHIS 

HSVl-Patton RGLTAAGLTA MGDKMASHIS 

HSVl-DJL RGLTAAGLTA VGDKMASHIS 

20 HSVl-F RGLTAAGLTA VGDKMASHIS 

HSV2-MS ICGGKMLIKG VDLVRKNNCA 

HSV2-186 ICGGKMLIKG VDLVRKNNCA 

HSV-Kos lYGGKMLIKG VDLVRKNNCA 

25 HSVl-Patton lYGGKMLIKG VDLVRKNNCA 

HSVl-DJL lYGGKMLIKG VDLVRKNNCA 

HSVl-F lYGGKMLIKG VDLVRKNNCA 



RALFLPPIKL ECEKTFTKLL LIAKKKYIGV -947 
RALFLPPIKL ECEKTFTKLL LIAKKKYIGV -949 
RALFLPPIKL ECEKTFTKLL LIAKKKYIGV -944 
RALFLPPIKL ECEKTFTKLL LIAKKKYIGV -944 
RALFLPPIKL ECEKTFTKLL LIAKKKYIGV -944 
RALFLSPIKL ECEKTFTKLL LIAKKKYIGV -944 

FINRTSRALV DLLFYDDTVS GAAAALAERP -997 
FINRTSRALV DLLFYDDTVS GAAAALAERP -999 
FINRTSRALV DLLFYDDTVS GAAAALAERP -994 
FINRTSRALV DLLFYDDTVS GAAAALAERP -994 
FINRTSRALV DLLFYDDTVS GAAAALAERP -994 
FINRTSRALV DLLFYDDTVS GAAAALAERP -994 



30 



35 



40 



45 



50 



55 



HSV2-MS 

HSV2-186 

HSV-Kos 

HSVl-Patton 

HSVl-DJL 

HSVl-F 

HSV2-MS 

HSV2-1B6 

HSV-Kos 

HSVl-Patton 

HSVl-DJL 

HSVl-F 

HSV2-MS 
HSV2-186 
HSV-Kos 
. HSVl-Patton 
HSVl-DJL 
HSVl-F 

HSV2-MS 

HSV2-186 

HSV-Kos 

HSVl-Patton 

HSVl-DJL 

HSVl-F 



AEEWLARPLP 
AEEWLARPLP 
AEEWLARPLP 
AEEWLARPLP 
AEEWLARPLP 
AEEWLARPLP 

TNKRLAHLTV 
TNKRLAHLTV 
TNKRIxAHLTV 
TNKRLAHLTV 
TNKRLAHLTV 
TNKRLAHLTV 

ELDAAAPGDE 
ELDAAAPGDE 
ELDAAAPGDE 
ELDAAAPGDE 



HSV2-MS 
HSV2-186 
HSV-Kos 
60 HSVl-Patton 
HSVl-DJL 



EGLQAFGAVL 
EGLQAFGAVL 
EGLQAFGAVL 
EGLQAFGAVL 
EGLQAFGAVL 
EGLQAFGAVL 

YYKLMARRAQ 
YYKLMARRAQ 

YYKLMARRAQ 
YYKLMARRAQ 
YYKLMARRAQ 
YYKLMARRAQ 

PAPPAALPSP 
PAPPAALPSP 
PAPPAALPSP 
PAPPAALPSP 



VDAHRRITDP 
VDAHRRITDP 
VDAHRRITDP 
VDAHRRITDP 
VDAHRRITDP 
VDAHRRITDP 

VPSIKDRIPY 
VPSIKDRIPY 
VPSIKDRIPY 
VPSIKDRIPY 
VPSIKDRIPY 
VPSIKDRIPY 

AKRPRETPSH 
AKRPRETPSH 
AKRPRETPSH 
AKRPRETPSP 



ERDIQDFVLT 
ERDIQDFVLT 
ERDIQDFVLT 
ERDIQDFVLT 
ERDIQDFVLT 
ERDIQDFVLT 

VIVAQTREVE 
VTVAQTREVE 
VIVAQTREVE 
VIVAQTREVE 
VIVAQTREVE 
VIVAQTREVE 

ADPPGGASKP 
ADPPGGASKP 
ADPPGGASKP 
ADPPGGASKP 



AELSRHPRAY 
AELSRHPRAY 
AELSRHPRAY 
AELSRHPRAY 
AELSRHPRAY 
AELSRHPRAY 

ETVARLAALR 
ETVARLAALR 
ETVARLAALR 
ETVARLAALR 
ETVARLAALR 
ETVARLAALR 

RKLLVSELAE 
RKLLVSELAE 
RKLLVSELAE 
RKLLVSELAE 



-1047 
-1049 
-1044 
-1044 

-1044 
-1044 

-1097 
-1099 
-1094 
-1094 
-1094 
-1094 

-1147 
-1149 
-1144 
-1144 



ELDAAAPGDE 
ELDAAAPGDE 

DPGYAIARGV 
DPGYAIARGV 
DPAYAIAHGV 
DPAYAIAHGV 
DPAYAIAHGV 
DPAYAIAHGV 

TWHPPDDVAA 
TWHPPDDVAA 
VWHPPDDVAA 
VWHPPDDVTA 
VWHPPDDVAA 



PAPPAALPSP 
PAPPAALPSP 

PLNTDYYFSH 
PLNTDYYFSH 
ALNTDYYFSH 
ALNTDYYFSH 
ALNTDYYFSH 
ALNTDYYFSH 

RLRAAGFGPA 
RLRAAGFGPA 
RLRAAGFGAV 
RLRAAGFGAV 
RLRTAGFGAV 



AKRPRETPSP 
AKRPRETPLH 

LLGAACVTFK 
LLGAACVTFK 
LLGAACVTFK 
LLGAACVTFK 
LLGAACVTFK 
LLGAACVTFK 



ADPPGGASKP 
ADPPGGASKP 

ALFGNNAKIT 
ALFGNNAKIT 
ALFGNNAKIT 
ALFGNNAKIT 
ALFGNNAKIT 
ALFGNNAKIT 



RKLLVSELAE 
RKLLVSELAE 

ESLLKRFIPE 
ESLLKRFIPE 
ESLLKRFIPE 
ESLLKRFIPE 
ESLLKRFIPE 
ESLLKRFIPE 



-1144 
-1144 

-1197 
-1199 
-1194 
-1194 
-1194 
-1194 



GAGATAEETR RMLHRAFDTL 
GAGATAEETR RMLHRAFDTL 
GAGATAEETR RMLHRAFDTL 
GAGATAEETR RMLHRAFDTL 
GAGATAEETR RMLHRAFDTL 

-35- 



A* 
A* 
A* 
A* 
A* 



-1238 
-1240 
-1235 
-1235 
-1235 
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Figure 4D Comparison of Wild type HSV-1 and HSV-2 DNA Polymerases Amin 
Acid Sequences Alligned by Amino Add Homology* 

5 HSVl-F VWHPPDD\«^ RLRAAGFGAV GAGATAEETR RMLHRAFDTL A* -1235 

*Amino acid alignment demonstrates difference in amino acid's sequences. 

♦The " ** indicate missing amino acids relative to other stanins. 

*Wad HSV2-MS is listed as SEQ. ID NO 14. 
10 *Wild HSV2-186 is listed as SEQ. ID NO 15. 
♦Wild HSV-Kos is listed as SEQ. ID NO 16. 
♦Wild HSVl -Fatten is listed as SEQ. ID NO 17. 
♦Wild HSVl-DJL is hsted as SEQ. ID NO 1 8. 
♦Wild HSVl -F is hsted as SEQ. ID NO 19. 



25 



30 



35 



40 



45 



-35a- 



00221 -USl Replacement page 
S Figure 5 A DN A and amino add sequence list 

SEQ. ID. NO. 1 DNA sequence of DNA polymCTase goie for HSV2-MS-M1 
1 ATGTTTTGTGaX}CGGGCXK;a;CGACTT(XCXXXKKKKK5AAGTCXKKX^ 

10 

51 TCX3GGCGGCG TCTGGGTTTT TTGCCCCCCA CAACCCCCGG GGAGCCACCC 

101 agacggcaccgcxxkxntgcokxxkkiagaactrctaca^ 
15 151 gctcagacx:ggaacxk:ag<x:aaaggcc<xx:gggc(XKKtcagc»^^ 
201 gtactacagcgagtgcgacxjaatttcx3atttatc»kxxx»cgttakn^ 
251 acgaggacxk:cx:ccg«igagcagcxk:acxx5gggtcx:aajacggm 

20 

301 aKKXKXK:CX:crAAGGTGTACrGCGGGGGGGACX3AGaKXjA(Xi^ 
351 CGTGGGCCXX5 GAGGGCTTCT GG<XGCGTCX5 CTTGCGCCTG TGGGGCGGTG 
25 401 aK}ACCATGCCXXX:AAGGGGTTCGACXXX:ACXX5TCACXX3T 

451 TACGACATCXTGGAGCACGTGGAACACXKXiTACAGCATGCGCXKXXK^CC^ 
501 GCTCX:ACGAG OGATTTATGG ACGCCATCAC GCCOGCCGGG ACXX5TCATCA 

30 

551 CX5CTTCTGGG TCTGACCCCC GAAGGCCATC GCX5TCXK:CGT TCACGTCTAC 
601 GGCA(»CGGCAGTACTTTTACATGAACAAGGCXK5AGGTGGATCGGCACCT 
35 651 GCAGTGCmTGCXXXXKXKX5ATCTCTGCGAGCG<XrrGGCGGCGGCXCT 
701 GCGAGTCXKXGGGGG<XJTCXjTTCCXKXKK:ATCr<XG<XKjACXAC^ 
751 GOjGAGGTGG TGGAGCXjCGC CXtACXJTGTAC TATTACGAAA CXIiCGCCXXtAC 

40 

801 CCTGTACTAC CXJCGTCTTCXj TGCGAAGCGG GCGCGCXjCTG GCCTACCTGT 
851 GCGACAACTTTTGCCXXXKXiATCAGGAAGTAajAGGGGGGCXjTaiAi^ 
45 901 A(XA(XXXK5TTTATCCrGGACAACCaKKK5TTTGTCA(^ 
951 COGCCrCAAGCCCGGCXXKXJGGAAajCGCCGGCXX::^ 
1001 CGGCGTTCXXj AACXrrCGAGC GACGTCXjAGT TTAACTGCAC GGCX3GACAAC 

50 

1 05 1 CTGGCCGTCG AGGGGGCCAT GTGTGACCTG CCGGCCTACA AGCTCATGTG 
1 101 CTTCGATATC GAATGCAAGG CCGGGGGGGA GGACGAGCTG GCXTTTCXXJG 
55 1151 TCXKXSGAAOGCCCXKjAAGACCTCXSTCATCCAGATCrCXn'GTCT 

1201 GACCTGTCCA CCACCGCCCT CXJAGCACATC CTCCTGTTTT CGCTCXKtATC 
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F^ure 5B DNA and amino add sequence Hst 

1251 CTGOGACCTC CCCGAGTCCC ACCTCAGOSA TCTCGCCTCC AGGGGCCTGC 
1301 CGGCCCCCXiTOGTCXTGGAGTTTGACAGCGAATTCGAGATGCTGCTGGCC 
1351 TTCATGACCr TOGTCAAGCA GTACGGCCOC GAGTTCGTGA CCGGGTACAA 
1401 CATCATCAAC TTOGACTGGC CXn-TOGTOCT GACCAAGCTG ACGGAGATCT 
1451 ACAAGGTCXXGCTCGAOGGGTAOGGGCXSCATGAACGGCCGGGGTGTGTTC 
1501 OGOGTGTGGGACAT(XKKXAGAGCCACTTTCAGAAGCGCAGCAAGATCAA 
1551 GGTGAACGGG ATGGTGAACA TCGACATGTA CGGCATCATC ACCGACAAGG 
1601 TCAAACICTCCAGCTACAAGCTGAACGCCGTCGCCGAGGCCGTCITGAAG 
1651 GACAAGAAGAAGGATCTOAGCTACXXKXJACATCXXXXKXn'ACTACXKXn'C 

1701 cgggcoxscxscagogoggggtgatoggogagtattgtgtgcaggactcxk: 
1751 tgctggtogg gcagctgttc ttcaagtttc tgccgcacxt ggagctttcc 

1801 GCXX5TCX3CGC GCCTGGCGGG CATCAACATC ACCCGCACCA TCTACGACGG 

1851 ocagcagatccgcgtotcaogtgcct<xtgcxk:cntgcgggccagaagg 
1901 gcttcatoct gccxsgacacx: caggggcx3gt ttcggggcct cgacaaggag 
1951 gcg<xx::aagcg<xoggcogtgcctcxkmkk5gaaggggagcggccggggga 

2001 CGGGAACX3GG GACGAGGATA AGGAOGACGA CGAGGACGAG GAC3GGGGACG 
2051 AGCGCGAGGAGGTCXKXJCGCGAGACOGGGGGCCGGCACGTTGGGTACCAG 
2101 GGGGCCCGGG TCCTCGACCC CACCTCCGGG TTTCACGTCG ACCCCGTGGT 
2151 GGTGTTTGAC TTTGCCAGCC TGTACXXCAG CATCATCCAG GCXDCACAACC 
2201 TGTGCrTCAGTAOGCTCT(XCTGCGGCO0GAGGCXX}TCXK:GCA(XTGGAG 
2251 GOGGACXGGGACrACCTGGAGATOGAGGTGGGGGGCCGACGGCrGTTCTT 
2301 CGTGAAGGCC CACGTAOGCG AGAGQCTGCT GAGCAT CCTG CTGCGCGACT 
2351 GGCTGGCCAT GCGAAAGCAG ATCCGCrCX3C GGATCX:CCCA GAGCACCCCC 
2401 GAGGAGGCOG TCCTCCTCGA CAAGCAACAG GCCGCCATCA AGGTGGTGTG 
2451 CAACrOGGTG TAOGGGTTCA CCGGGGOGCA GCACGGTCTT CTGCCCTGCC 
2501 TGCACX}TGGC0Ga:ACXX5TGACGACCATCGGCCXKXjAGATGC:T<XTCGCX} 
2551 ACXKXjCGCGT ACXiTGCACXSC GCGCTGGGCXS GAGTTCX5ATC AGCTGCTGGC 
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2601 CXjACirrCCGGAGGCGGCCXjGCATGCGC^ 

2651 GCATCATCTA CGGGGACACXj GACTCCATTT TCGTTTTGTG CCGCGGCCTC 

10 

2701 A(XK]KXGCGGGCCTGGTGGCCATG<K^ 

2751 GCXKXKXjCTG TTCCTCCCCC CGATCAAGCT CXjAGTGCGAA AAAACXjTTCA 
1 5 2801 CCAAGCTGCT GCTCATCXKX: AAGAAAAAGT ACATCXjGCGT CATCTGCGGG 
2851 GGCAAGATGC TCATCAAGGG CGTGGATCTG GTGCGCAAAA ACAACTGCX3C 
2901 GTTTATCAACCGCACCrCCAGGGC(XTGGTCGACCTGCT 

20 

2951 ATACCXjTATCCCGAGCXKK^CGCCGCXjTTAGCCGAGC^ 

3001 TGGCTGGCXjC GACCXXTGCC CGAGGGACTG CAGGCGTTCG GGGCCXjTCCT 

25 3051 c»tagacxkx:catcxkkxk:atcaccga(xcggagagggacatcx:^ 

3101 TTGT(XrrCACCXKX»AACrGAGCAGACA(XCGCGC^^ 

3151 CGCCTGGCCC ACCTGACGGT GTATTACAAG CTCATGGCCC GCCGCGCGCA 

30 

3201 GGTCCajTCCATCAAGGACCGGAT(X(XrTACGTGAT(Xr 

3251 gcx^aggtagaggagacxkstcgcxkxkktggcxx^ 
35 3301 gcxxk:cxk:(xcagggga(X}agcxxxk:c^ 

3351 GGCCAAGCGC<XCCGGGAGACGCXXjTCX3CATGCC^ 

3401 CGTCCAAGCC CCGCAAGCTG CTGGTGTCCG AGCTGGCGGA GGATCCCGGG 

40 

3451 TACXK:CAT(XrCCCGGGGCGTTCaKn'CAACACGGACT 
3501 CCTGCTGGGG GCGGCCTGCG TGACGTTCAA GGCCCTGTTT GGAAATAACG 
45 3551 a:AAGATCACCXjAGAGTCrGTTAAAGAGGTTTATTCXXXjAGACXjTGGC^ 
3601 CXXCaKjAC^ACGTGGCCGCGCGGCTCAGGG^ 

365 1 GGGGGCCXjGC GCTACXjGCGG aggaaactcg tcgaatgttg catagagcct 

~50—~ 

3701 TTGATACTCTAGCATGA 
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Figure 5D DNA and amino acid sequence list 

SEQ. ID. NO. 2 Amino acid seqarace of DNA polymerase for HSV2-MS-M1 

1 MFCAAGGPTS PGGKSAARAA SGFFAPHNPR GATQTAPPPC RRQNFYNPHL 
51 AQTGTQPKAP GPAQRHTYYS ECDEFRFIAP RSLDEDAPAE QRTGVHDGRL 
101 RRAPKVYCX5G DERDVLRVGP EGFWPRRLRL WGGADHAPKG FDPTVTVFHV 
151 YDILEHVEHA YSMRAAQLHE RFMDAITPAG TVITLLGLTP EGHRVAVHVY 
201 GTRQYFYMNK AEVDRHLQCR APRDLCaSRLA AALRESPGAS FRGISADHFE 
251 AEWERADVY YYETRPTLYY RVFVRSGRAL AYLCDNFCPA IRKYEGGVDA 
301 TTRFILDNPGFVTFGWYRLKPGRGNAPAQP RPPTAFGTSS DVEFNCTADN 
351 LAVEGAMCDL PAYKLMODI ECKAGGEDEL AFPVAERPED LVIQISCLLY 
401 DLSTTALEHI LLFSLGSCDL PESHLSDLAS RGLPAPWLE FDSEFEMLLA 
451 FMTFVKQYGP EFVTGYNON ED\WPFVLTKL TEIYKVPLDG YGRMNGRGVF 
501 RVWDIGQSHF QKRSKKVNG MVNIDMYGn TDKVKLSSYK LNAVAEAVLK 
551 DKKKDLSYRD IPAYYASGPA QRGVIGEYCV QDSLLVGQLF FKFLPHLELS 
601 AVARlAGINITRTIYIXKJQIRVFrClIJlLAGQKGFILPDTQGRFRGLDKE 
651 APKRPAVPRG EGERPGDGNGDEDKDDDEDEDGDEREEVARETGGRHVGYQ 
701 GARVU)PTSGFHVDPVVVFDFASLYPSnQAHNlXa«TIi!l^EAVAHLE 
751 ADRDYI^IEVGGRRLFF\^HVRESI1^ILUU)WIAMRKQIRSRIPQSTP 
801 EEAVLLDKQQ AAIKWCNSV YGFTGAQHGL LPCLHVAATV TTIGREMLLA 
851 TRAYVHARWAEFDQLLADFP EAAGMRAPGP YSMRHYGDT DSIFVLCRGL 
901 TAAGLVAMGDKMASfflSRALFIJPIKl-ECEKTFrKUXIAKKBCYI 
951 GKMUKGVDLVRKNNCAFINRTSRALVDliFYDDTVSGAAAAIAERP^^ 

1001 WLARPLPEGL QAFGAVLVDA HRRITDPERD IQDFVLTAEL S RHPRAYTN K 

1051 RLAHLTVYYKLMARRAQWSIKDRIFYVIVAQTREVEEWARLAALRELD 
1101 AAAPGDEPAP PAALPSPAKR PRETPSHADP PGGASKPRKL LVSELAEDPG 
1151 YAIARGWLNTDYYFSHUXSAACNTITKAIJ'GNNAKITESLUaiF^ 
1201 PPDDVAARLRAAGFGPAGAGATAEETRRMLHRAFDTLA* 
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SEQ.ID.no* 3 DNA sequence of DNA polymerase gene for HSV2-1 86-Ml 
10 1 atgttttgtgccgcgggcggccxxkkntcx^ 

51 tcgggcggcgtctgggttttttgccccccacaacccc 
101 agacggcaccgccgccttgccxkxx]kk:agaacttct 

15 

151 GCTCAGACXXjGAAC»CAGCX:AAAGGCCC(XGGGCC^^ 
201 GTACTACAGCGAGIGCXjACGAATTTOjATTTATCGCXXXXJC^ 
20 251 ACXjAGGACGC CXXXXKXJGAG CAGCGCACCG GGGTCCACGA CGGCCGCCTC 
301 CGGOK^jCCCCTAAGGTGTACrGCXSGGGGGGAOT 
351 (:X3TGGGC(XGGAGGGCrTCTGGCCX]KX^ 

25 

401 CXKjACCATGC (XCCXjAGGGG TTCGACX:CCA CCXjTCACCXjT CTTCCACXjTG 
451 TACGACATCCTGGAGCAOrTGGAACACGajTACAC^ 
30 501 GCT(XACXjAGCXjATTTATGGACXK:CATCACGCCC^ 

551 <XKnTCTGGGTCTGACCCCCGAAGGCCATCGCGT(XK:CG 

601 GGCACXKXKjC agtactttt a catgaacaag gcggaggtgg atcggcacct 

35 

651 GCAGTGCCXjT GCCCCXjCGCG ATCTCTGOjA gcgcctggcg gcggccctgc 
701 G<XrAGTCGCCGGGGGCGTraTTCXa3CGGCATCT^ 
40 751 GCGGAGGTGG TGGAGOKXjCCGACXjTGTACTATTACG;^ 

801 CCTGTACTAC CXjCGTCTTCXj TGCGAAGCGG GCGCGCX5CTG GCCTACCTGT 
851 GCGACAAim' TTGCCCCGCG ATCAGGAAGT ACXjAGGGGGG CGTCG 

45 

901 accacccggt ttatcctgga caacx:cxjGGG tttgtcacx:t tcggctggta 

951 CCXtCCTCAAG CCCGGCCGCG GGAACGCGCC GGCCCAACCG CGCCCCCXXjA 
"50 idoiCGGCG^^ 

1051 CTGGCCXjTCG AGGGGGCCAT GTGTGACCTG CCXKjCCTACA agctcatgtg 
1 101 CTTCGATATC GAATGCAAGG CCGGGGGGGA GGACGAGCTG GCCTTTCCGG 

55 

1151 TCXKXKjAACGCCCGGAAGACCrOjTCATCCAGATCTCCTG^^^ 
1201 GACCrGTCCACCACCGC(XTajAGCACATCCT(XTGTTTTCXK^ 
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F^nre 5F DNA and amino add sequence list 

1251 CTGCGACCTCCCCXiAGTCXCACCTCAGOGATCTCGCCrCCAGGGGCCTGC 
1301 aKKX:CCa}TOGTCCTGGAGTTTGACAGaJAATTCGAGATGCTGCrGGCC 
1351 TTCATGACCT TCGTCAAGCA GTACGGCCCC GAGTTCGTGA CCGGGTACAA 
1401 CATCATCAAC TTCGACTGGC CXn-TCGTCCT GACCAAGCTG ACGGAGATCT 
1451 ACAAGGT<XCGCTCGACXKK5TACXKKK»CATGAACXKKXX5GGGTGTGTTC 
1501 CGOGTGTGGGACATCXKKX^AGAGCCACTTTCAGAAGCGCAGCAAGATCAA 
1551 GGTGAACGGG ATGGTGAACATOGACATGTAOGGCATCATC ACCX5ACAAGG 
1601 TCAAACTCrC CAGCTACAAG CTGAAOGCm TCGCCGAGGC CGTCTTGAAG 
1651 GACAAGAAGA AGGATCTGAG CTACCGCGAC ATCCCCGCCT ACTACGCCTC 
1701 CXK3GCCCGCG CAGCGCGGGG TGATOGGCX5A GTATTGTGTG CAGGACTCGC 
1751 TGCrGGTC^GGCAGCTGTTCTTCAAGTTrCTGCCGCACCTGGAGCTTTCC 
1801 G<XGTaKXK;GCCTGGCX3GGCATCAACATCACCCXK:ACX:ATCrACGAC^ 
1851 (XAGCAGATCCGOSTCTrCACXSTGCXn'CXTGCGCCTTGCGGGCXJAGAAGG 
1901 GCTTCATCCT GCCGGACACC CAGGGGCGGT TTCGGGGCCT CGACAAGGAG 
1951 GCXKXX:AAGCGCCCGGCCX3TG<XTaKKKK5GAAGGGGAGCGGCCG<^^ 
2001 CGGGAACGGG GAOGAGGATA AGGACGACGA OGAGGACGGG GACGAGGACG 
2051 GGGACGAGCG CGAGGAGGTC GOGCGOGAGA COGGGGGCCG GCACGTTGGG 
2101 TACCAGGGGG CXXGGGTCCT CXSACCOCACX; TCXX3GGTTTC ACGTCGACCC 
2151 CGTGGTGGTG TTTGACTTTG CCAGCXirGTA CCCCAGCATC ATCCAGGCCC 

. ._52^AGAAGeFGTG-GFTGAG?^AGG^«T€GGTGG-GGGGGGAGG&G&TGGGG€AG 

2251 CTGGAGGCGG ACCGGGACTA CCTGGAGATC GAGGTGGGGG GCCGACGGCT 
2301 GTTCTTCGTG AAGGCCCAOG TAOGOGAGAG CCTGCTGAGC ATCCTGCTGC 
2351 GCGACTGGCT GGCCATGCGA AAGCAGAT(X GCTCGCX3GAT CXJCCCAGAGC 
2401 CCCCCCXiAGGAGGCCGTCCTCCrCGACAAGCAACAGGCCGCCATCAAGGT 
2451 GGTGTGCAAC TCGGTGTACG GGTTCACCGG GGCGCAGCAC GGTCTTCTGC 
2501 CCTGCCTGCA CXJTGGCCXJCC ACXX3TGA0GA CCATCGGCCG CGAGATGCTC 
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2551 CrCGCGAOGC GOGCX3TACGT GCACGCGOGC TGGGCGGAGT TCGATCAGCT 
2601 GCrGGCC3GAC TTTOOGGAGG CXK3C0GGCAT GCGCGCCCCC GGTCCGTACT 
2651 CCATG0GCATCATCTACGGGGACACXK5ACTCX:ATTTTCGTTTTGTGCCGC 
2701 GGCCrCACGGCCGCGGGCCTGGTGGCCATGGGCXJACAAGATGGCGAGCrA 
2751 CATCTCGCXiC GOGCTGTTCC TCCCCCCXjAT CAAGCTCGAG TGCGAAAAAA 
2801 CX5TTCACCAA GCTGCTGCTC ATCGCCAAGA AAAAGTACAT OKSCGTCATC 
2851 TGCGGGGGCA AGATGCTCAT CAAGGGCX5TG GATCTGGTGCGCAAAAACAA 
2901 CTGCGCXJTTTATCAACCXKIAan'CCAGGGCCCTGGTCGACCTG^ 
2951 ACGAOGATACOGTAT(XGGAGCGGCaK:CGCX3TTAGCOGAGCGCCXXXK:^ 
3001 GAGGAGTGGC TGGCGOSACC CCTGCCCGAG GGACTGCAGG CGTTCGGGGC 
3051 CGTCCrOGTA GACXKXXATC GGCX5CATCAC CGACCCGGAG AGGGACATCC 
3101 AGGACTTTGT CCTCACCXKX: GAACTGAGCA GACACCXXKX3 CGCGTACACC 
3151 AACAAGCGOC TCGCCX^ACCT GACX3GTGTAT TACAAGCTCA TGGCOCGCCG 
3201 CGCX3CAGGTC COGTCCATCA AGGACOGGAT CCCGTAOGTG ATCGTGGCXX 
325 1 AGACCXXKXiA GGT AGAGGAG ACGGTCXKXJC GGCTGGCXDGC CXTTCCGCGAG 
3301 CTAGACXKXXJ CCGCCCCAGG GGACX5AGCCC GCCCCCCCAG CGGCCCTGCC 
3351 CTCCXXX5GCCAAG0GCCXXX:GGGAGACXKX:GT0GC^TGCCGACC(XCCX3G 
3401 GAGGOK^TCCAAGCCCXXiCAAGCrGCTGGTGTCCGAGCrGGCGGAGGAT 
3451 <xaKK5TA0GCCATCGCXX»GGGC»TTCCGCTCAACA0GGACT^ 
3501 CrCGCAOCTG CTGGGGGCXK5 CCTGOGTGAC GTTCAAGGCC CTGTTTGGAA 
3551 ATAACGCCAA GATCACCXiAG AGTCTGTTAA AGAGGTTTAT TCCCGAGACG 

--36oi-^GGeA^:eeee€eGAeeAeGT«GeeeeGeGG<a'eAGGG€e©^eGGGGTTeGG 

3651 GCCGGCGGGGGCCGGCGCrACGGOKjAGGAAACrCGTCGAATGTTGCATA 
3701 GAGCCTTTGATACTCTAGCATGA 



-42- 



00221. us 1 Replacement page 



25 



Figure 5H DN A and amino acid sequence Hst 

SEQ.ID.no. 4 Amino acid sequence of DNA polymerase for HSV2-1 86-Ml 
10 1 MFCAAGGPAS PGGKSAARAA SGFFAPHNPR GATQTAPPPC RRQNFYNPHL 

51 AQTGTQPKAP GPAQRHTYYS ECDEFRFIAP RSLDEDAPAE QRTGVHDGRL 
101 RRAPKVYOGG DERDVLRVGP EGFWPRRLRL WGGADHAPEG FDPTVTVFHV 
151 YDILEHVEHA YSMRAAQLHE RFMDAITPAG TVTTLLGLTP EGHRVAVHVY 
201 GTRQYFYMNK AEVDRHLQCR APRDLCERLA AALRESPGAS FRGISADHFE 
20 251 AEWERADVYYYETRPTLYYRVFVRSGRALAYLCDNFCPAIRKYEGGVDA 
301 TTRFIlX>NPGFVTFGWYRLKPGRGNAPAQPRPPTAFGTSSDVEFNCrADN 
351 iJVVEGAMOTLPAYKmCFDIECBCAGGEDELAFPVAERPEDLVIQISCLLY 
401 DLSTT ALEHI LLFSLGSCaJL PESHLSDLAS RGLPAPWLE FDSEFEMLLA 
451 FMTFVKQYGP EFVTGYNIIN FDWPFVLTKL TEIYKVPLDG YGRMNGRGVF 
30 501 RVWDIGQSHFQKRSKIKWGMVlOTJMYGnTDKVKl^SYKU^AVAEAV^ 
551 DKKKDLSYRD IPAYYASGPA QRGVIGEYCV QDSLLVGQLF FKFLPHLELS 
601 AVARLAGINI TRTIYDGQQI RVFTCLLRLA GQKGFILPDT QGRFRGLDKE 

35 

651 APKRPAVPRG EGERPGDGNG DEDKDDDEDG DEDGDBREEV ARETGGRHVG 
701 YQGARVLDPT SGFHVDPWV FDFASLYPSI IQAHNLCFST LSLRPEAVAH 
40 751 LEADRDYLEI EVGGRRLFFV KAHVRESLLS ILLRDWLAMRKQIRSRIPQS 

801 PPEEAVLLDK QQAAIKWCN SVYGFTGAQH GLLPCLHVAA TVTTIGREML 
851 lJV.TRAYVHARWAEFDQlXADFPEAAGMRAPGPYSMRnYGDTDSIFVLCR 
901 GLTAAGLVAMGDKMASHISRAU'U'PIKLECEKTFTKLLLIAKKKyiGVI 
951 OKJKMIJKGVDLVRKNNCAFINRTSRALVDmWDTVSGAAAAl^ 



45 



55 



1001 EEWLARPLPEGLQAFGAVLV DAHRRTTOPE RDIQDFVLTA ELSRHPRAYT 
1051 NKRUyHLTWYKLMARElAQVPSKDRIPYVIVAQTREVEETVARLAALRE 
1101 LDAAAPGDEP APPAALPSPA KRPRETPSHA DPPGGASKPR KLLVSELAED 
1151 PGYAIARGVP LNTDYYFSHL LGAACVTFKA LFGNNAKITE SLLKRFIPET 
1201 WHPPDDVAAR LRAAGFGPAG AGATAEETRR MLHRAFDTLA * 

60 
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SEQ.ID.no. 5 DNA sequence ofDNA polymerase gene for HSVl-KOS-Ml 
10 1 ATGTTTTCXX5GTGGCGGCGGC<XXKnX}TCCCCaK}AGGAAAGTCXKK^^ 

5 1 CAGGGCGGCXj TCCGGGTTTT TTGCXjCCCXJC CXjGCCCTCXjC GGAGCXXjGCC 
101 GGGGACCCCC GCCTTGTTTG AGGCAAAACT TTTACAACCX: CTACCTCGCC 

15 

151 CCAGT(XKK}AOGCAACAGAAGCa5ACXXK5Ga::AAC^^ 
201 CTATAGCX3AA.TGCGATGAATTTOGATTCATCXKXXX»CGGGTGCrGGAOG 
20 251 AGGATGaXCCXXGGAGAAGCXKXKXXKKK5TGCACXJACGGTC:Aa:T(^ 
301 CGCGCCCCCAAGGTGTACTGCGGGGGGGACGAGa3CGACGT(XTCaKX}T 
351 CXKKJTCGGGCGGCirCTGGCOKXSKKXKrrCGCGCCTGTGGGG^ 

25 

401 Aa:ACGCOX:GGCXK3GGTTCAA(XXX:ACCGTCAOCX3TCTTTC^ 
45 1 GACATOCTGG AGAACX5TGGA GCACXKJGTAC GGCATGCGCJG OGGCXXIAGTT 
30 501 (XACXKXKXKjTTTATGGACGCX1ATCACACCGACXKKK5ACCGTCATCA<^ 
551 T(XTGGGCCTGACTCCGGAAGGCCACCGGGTGGCXXjtTCA(XrTTTACGGC 
601 ACX3CGGCAGT ACTTTTACAT GAACAAGGAG GAGGTTGACA GGCACCTACA 

35 

651 atgc«kxkx:cc^c»agatctctgogagcgcatgg<xxk:» 

701 AGXaXXXKKjCGOjTCXjTTCCXKXKKIATCTaXKXKjACX^ 
40 751 GAGGTGGTGGAGCJGCACXGACGTGTACTACTACGAGACXKJGCXXXXKn'CT 
801 GTTTTACCGC GTCTACGTCC GAAGCGGGCG CGTGCTGTCG TACCTGTGCXj 
851 ACAACTTCTG CCCGGCCATC AAGAAGTACG AGGGTGGGGT cgacgccacc 

45 

901 ACCOGGTTCAT(Xn'GGACAACCOOGGGTTCGTCACCrTCGGCrGGTACCXJ 

95 1 TCTCAAACXXj GGCCXjGAACA acacgctagc ccagccgcgg gccccgatgg 

TO 1001 (XTrCGGGACATCXJAGCGACGTCGAGTTTAACTGTAOKKJGGAC 

1051 GCCATCGAGG GGGGCATGAG CGACCTACCX3 GCATACAAGC TCATGTGCTT 
1101 CGATATCGAATGCAAGGCGGGGGGGGAGGACGAGCTGGCCTTTCCX3GTGG 

55 

1 151 CCGGGCACCC GGAGGACCTG GTTATTCAGA TATCCTGTCT GCTCTACGAC 
1201 CTGTCCACCACCXK:CCTGGAGCACX5TCCTCCrGTTTTCGCTC^ 
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Figare 5 J DNA and amino acid sequence list 

10 1251 CGACCTCOXIGAATCXXIACXDTGAACXSAGCTGCKXKKX^A 

1301 CGCXXXjTGGTTCKKjAATTCGACAGCGAATTCGAGATGCTGTTGGa:^ 
1351 ATGACCCTTG TGAAACAGTA CGGCCCCGAG TTCGTGACXXj GGTACAACAT 

15 

1401 CATCAACTTC GACTGGCCCT TCTTGCrGGC CAAGTTGACX5 GACATTTACA 
1451 AGGTOXCCr GGAOGGGTAC GGOCGCATGA ACGGCCX3GGG CX5TGTTTCGC 
20 1501 GTGTGGGACATAGGCCAGAGCCACrTCX^AGAAGCGCAGCAAGATAAAGGT 
1551 GAA0GGCATGGTGAACATCX5ACATGTACGGGATCATAACCGACAAGATCA 
1601 AGCTCTCGAG CTACAAGCTC AACGCCGTGG CCGAAGCCGT CCTGAAGGAC 

25 

1651 AAGAAGAAGGA(XTGAGCTATaKXjAC:ATCCX:aK:CTACrAaKX^ 
1701 GCCOG<XK::AACXKXKKKJTGATCXKKXjAGTACrGCATACAG 
30 1751 TGGTGGGCCAGCTGTTTTTTAAGTTTTTGCCXXZATCTGGAGCTCTCC^^ 
1801 GTCXKXKXKn"TGGCGGGTATTAACATCACX:CXK:A(X:ATCrACX5ACXKKX:A 
1851 GCAGATCXXiC GTCTTTACGT GCCTGCTGCG CCTGGCCGAC CAGAAGGGCT 

35 

1901 TTATTCTGCC GGACACCCAG GGGCGATTTA GGGGCXKXXKJ GGGGGAGGCG 
1951 (XXiAAGCGTCCXKKXXKAGCCXMGGAGGACGAGGAGCGGCCA 
40 2001 GGGGGAGGACGAGGACXjAACGOjAGGAGGGCGGGGGCGAGCGGGAGCCGG 
2051 AGGGCXKXKGGGAGACCXKXIGGCXXjGCACGTGGGGTACX:^ 
2101 GTCXTTTGACC CCACTTCCXjG GTTTCACGTG AACCCCGTGG tggtgttcga 

45 

2151 CTTTGCCAGC CTGTACCCCA GCATCATCCA GGCCCACAAC CrGTGCTTCA 

50 2251 GACTA(XTGGAGATCX3AGGTGGGGGGGCX5A<XGCTGTTCTTCX5TCAAGGC 
2301 TCACGTGCGA GAGAGCCTCC TCAGCATCCT CCTGCGGGAC TGGCTCXSCCA 
2351 TGCGAAAGCA GATCCGCTCG CGGATTCCCC AGAGCAGCCC CGAGGAGGCC 

55 

2401 GTGCTCCrGGACAAGCAGCAGGOZGCCATCAAGGTCGTGTGTAACTCGGT 
2451 GTAOGGGTTC ACXJGGAGCGC AGCACXKJACT (XTGCCGTGC CTGCACGTTG 
60 2501 CCGOjAaKjTGACGACXATCGGCXXKXjAGATGCTGCrCGCGACCaKXjAG 
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2551 TACXjT(XACGCGCXKn'GGGCGGCXnTCGAA<^ 
10 2601 GGAGGCXKKX:GA(^TGOGCXj(XCCCGGGCX:CTAT^ 

2651 ACXKKKjACACGGACTCCATATTTGTGCTGTGCCGCGGC^ 

2701 GGGCTGACXKjCXATGGGCGACAAGATGGCGAGCCACATCTCX^^ 

15 

2751 GTTTCTGCCCCCCATCAAACTCGAGTGCGAAAAGACGTTCACCAAGCTGC 
2801 TGCTGATCGCCAAGAAAAAGTACATCXKKXjTCATCT 
20 2851 CTCATCAAGGGCXjTGGATCTGGTGCX3CAAAAA(^ 
2901 CX:XK:ACCTCCAGGGCa:rrGGTCGACCTGCrGT^ 
2951 (XGGAGCGGC(:XKXXKXjTTAG<XGAGCC^ 

25 

3001 ajArcCCTGCCCGAGGGACTGCAGGOxTTCGGGGCa^ 
3051 CCAT(XKKXX:ATCA<XXjACCCXKjAGAGGGAC^ 
30 3101 (XXK:CGAACTGAGCAGACACCXXKXKX}C» 

3151 CACCTGAOKjTGTATTACAAGCTCATGGCX^CGCCXKXK^ 

3201 CATCAAGGAC CGGATCCXXjT ACXjTGATCGT GGCCCAGACC CXKXjAGGTAG 

35 

3251 AGGAGACGGTCXKXKXKKrrGGC(XK::CCT^ 
3301 (X;AGGGGAaTAGCCCGCCCCCX:C<XKX^^ 
40 3351 CCCXOKKjAGACXKXGTC^ 

3401 CCCXK:AAGCTGCTGGTGTCX:GAGCTGGCayAGGATCCX^ 

3451 GCCCACXKKXj TCXKX:CTGAA CACX5GACTAT TACTTCTCCC ACCTGTTGGG 

45 

3501 GGCXjGCGTGC gtgacattca aggccctgtt tgggaataac gccaagatca 
3551 ccxjAgagtct gttaaaaagg tttattcx:cg aagtgtggca ccx:cccggac 

-30 3Wl"TaXXnXKKXKl^^ 

3651 CXjCTACXjGCG gaggaaactc gtcgaatgtt gcatagagcc tttgatactc 

3701 TAGCATGA 

55 



60 
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Figure 5L DNA and amino add sequence list 

SEQ.ID.no. 6 Amino acid sequence of DNA polymerase for HSVl-KOS-Ml 
1 MFSGGGGPLSPGGKSAARAASGFFAPAGPRGAGRGPPPCLRQNFYNFn^ 
51 PVGTQQKPTGPTQRmYYSECT)EFRFIAPRVLDEDAPPEKRAGVHDGHLK 
101 RAPKVYCGGD ERDVLRVGSG GFWPRRSRLW GGVDHAPAGF NPTVTVFHVY 
151 D11JENVEHAYGMRA\QFHARFMDAITPTGT 
201 TRQYFYMNKEEYDranXJCRA.PRDLCERMAAAUffiSPGA^^ 
251 EVVERTDVYYYETRPAUnrRVYWSGRVl^YI^ 
301 TRFILDl^F VTFGWYRIJO* GRNNT^ 

351 AIEGGMSDLP AYKLMCFDIE CKAGGEDELA FPVAGHPEDL VIQISCLLYD 
401 I^TTAIJEHVLIJSIXjSa>IJPESHLNEIAARGLP^ 
451 MTLVKQYGPE FVTGYNIIOT DWPFUAKLT DIYKWLTC^ 
501 VWDIGQSHFQ KRSKIKVNGM VNTOMYGHT DKIKLSSYKL NAVAEAVLKD 
551 KKKDLSYRDI PAYYAAGPAQ RGVIGEYCIQ DSLLVGQLFF KFLPHLELSA 
601 VARIAGMTRTIYDGQQIRVFTCLLRLADQKGFILPDTQGRFRGA^ 
651 ?KKPAAABED EERPEEEGED EDEREEGGGE REPEGARETA GRHVGYQGAR 
701 VLDPTSGFHV NPVWFDFAS LYPSHQAEDSr LCFSTLSLRA DAVAHLEAGK 
75 1 DYLEIEVGGR RLFFVKAHVR ESLLSILLRD WLAMRKQIRS RIPQSSPEEA 
801 VLLDKQQAAI KWCNSVYGF TGAQHGLLPC LHVA\TVTTI GREMLLATRE 
851 YVHARWAAJPE QLLADFPEAA DMRAPGPYSM RIIYGDTDSI FVLCRGLTAA 
901 GLTAMGDKMA SfflSRALFLP PDCLECEKTF TKLLLIAKKK YIGVIYGGKM 
951 UKGVDLVRKTWCAFINRTSRALVDIXFYDDW 

1001 RPLPEGLQAFGAVLVDAHRRITDPERDIQDFVLTAELSRHPRAYTN^ 
1051 HLTVYYKlilARRAQWSKD^^ 

1101 PGDEPAPPAA. LPSPAKRPRE TPSHADPPGG ASKPRKLLVS ELAEDPAYAI 
1 151 AHGVALNTDY YFSHLLGAAC VTFKALFGNN AKITESLLKRFIPEVWHPPD 
1201 DVAARLRAAGFGAVGAGATAEETRRMLHRAFDTLA* 
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FigoreSM DN A and amin acid sequence list 

SEQ.ID.no. 7 DNA sequence of HSV polymerase gene for HSVl-F-Ml 

1 ATGTTTTCCG GTGGCGGCGG CCCGCTGTCC CCCGGAGGAA AGTCGGCGGC 
51 CAGGGCGGCG TCCGGGTTTT TTGCGCCCGC CGGCCCTCGC GGAGCCGGCC 
101 GGGGACCCCC GCCTTGCTTG AGGCAAAACT TTTACAACCC CTACCTCGCC 
151 CCAGTCGGGA CGCAACAGAA GCCGACCGGG CCAACCCAGC GCCATACGTA 
201 CTATAGCGAA TGCGATGAAT TTCGATTCAT CGCCCCGCGG GTGCTGGACG 
251 AGGATGCCCC CCCGGAGAAG CGCGCCGGGG TGCACGACGG TCACCTCAAG 
301 CGCGCCCCCA AGGTGTACTG CGGGGGGGAC GAGCGCGACG TCCTCCGCGT 
351 CGGGTCGGGC GGCTTCTGGC CGCGGCGCTC GCGCCTGTGG GGCGGCGTGG 
401 ACCACGCCCC GGCGGGGTTC AACCCCACCG TCACCGTCTT TCACGTGTAC 
451 GACATCCTGG AGAACGTGGA GCACGCGTAC GGCATGCGCG CGGCCCAGTT 
501 CCACGCGCGG TTTATGGACG CCATCACACC GACGGGGACC GTCATCACGC 
551 TCCTGGGCCT GACTCCGGAA GGCCACCGGG TGGCCGTTCA CGTTTACGGC 
601 ACGCGGCAGT ACTTTTACAT GAACAAGGAG GAGGTCGACA GGCACCTACA 
651 ATGCCGCGCC CCACGAGATC TCTGCGAGCG CATGGCCGCX3 GCCCTGCGCG 
701 AGTCCCCGGG CGCGTCGTTC CGCGGCATTT CCGCGGACCA CTTCGAGGCG 
751 GAGGTGGTGG AGCGCACCGA CGTGTACTAC TACGAGACGC GCCCCGCTCT 
801 GTTTTACCGC GTCTACGTCC GAAGCGGGCG CGTGCTGTCG TACCTGTGCG 
851 ACAACTTCTG CCCGGCCATC AAGAAGTACG AGGGTGGGGT CGACGCCACC 
901 ACCCGGTTCA TCCTGGACAA CCCCGGGTTC GTCACCTTCG GCTGGTACCG 
951 TCTCAAACCG GGCCGGAACA ACACGCTAGC CCAGCCGCGG GCCCCGATGG 
1001 CCTTCGGGAC AT CCAGCGAC GTCGAGT TTA ACTGTAC GG C GGACAACC TG 
1051 GCCATCGAGG GGGGCATGAG CGACCTACCG GCATACAAGC TCATGTGCTT 
1101 CGATATCGAA TGCAAGGCGG GGGGGGAGGA CGAGCTGGCC TTTCCGGTGG 
1151 CCGGGCACCC GGAGGACCTG GTCATCCAGA TATCCTGTCT GCTCTACGAC 
1201 CTGTCCACCA CCGCCCTGGA GCACGTCCTC CTGTTTTCGC TCGGTTCCTG 
1251 CX5ACCTCCCC GAATCCCACC TGAACGAGCT GGCGGCCAGG GGCCTGCCCA 
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Figure 5N DN A and amino acid sequence list 

1301 CGCCCGTGGT TCTGGAATTC GACAGCGAAT TCGAGATGCT GTTGGCCTTC 

1351 ATGACCCTTG TGAAACAGTA CGGCCCCGAG TTCGTGACCG GGTACAACAT 

1401 CATCAACTTC GACTGGCCCT TCTTGCTGGC CAAGCTGACG GACATTTACA 

1451 AGGTCCCCCT GGACGGGTAC GGCCGCATGA ACGGCCGGGG CGTGTTTCGC 

1501 GTGTGGGACA TAGGCCAGAG CCACTTCCAG AAGCGCAGCA AGATAAAGGT 

1551 GAACGGCATG GTGAACATCG ACATGTACGG GATTATAACC GACAAGATCA 

1601 AGCTCTCGAG CTACAAGCTC AACGCCGTGG CCGAAGCCGT CCTGAAGGAC 

1651 AAGAAGAAGG ACCTGAGCTA TCGCGACATC CCCGCCTACT ACGCCGCCGG 

1701 GCCCGCGCAA CGCGGGGTGA TCGGCGAGTA CTGCATACAG GATTCCCTGC 

1751 TGGTGGGCCA GCTGTTTTTT AAGTTTTTGC CCCATCTGGA GCTCTCGGCC 

1801 GTCX5CGCGCT TGGCGGGTAT TAACATCACC CGCACCATCT ACX3ACGGCCA 

1851 GCAGATCCX3C GTCTTTACGT GCCTGCTGCG CCTGGCCGAC CAGAAGGGCT 

1901 TTATTCTGCC GGACACCCAG GGGCGATTTA GGGGCGGCGG GGGGGAGGCG 

1951 CCCAAGCGTC CGGCCGCAGC CCGGGAGGAC GAGGAGCGGC CAGAGGAGGA 

2001 GGGGGAGGAC GAGGACGAAC GCGAGGAGGG CGGGGGCGAG CGGGAGCCGG 

2051 AGGGCGCGCG GGAGACCGCC GGCCGGCACG TGGGGTACCA GGGGGCCAGG 

2101 GTCCTTGACC CCACTTCCGG GTTTCATGTG AACGCCGTGG TGGTGTTCGA 

2151 CTTTGCCAGC CTGTACCCCA GCATCATCCA GGCCCACAAC CTGTGCTTCA 

2201 GCACGCTCTC CCTGAGGGCC GACGCAGTGG CGCACCTGGA GGCGGGCAAG 

2251 GACTACCTGG AGATCGAGGT GGGGGGGCGA CGGCTGTTCT TCGTCAAGGC 

2301 TCACGTGCGA GAGAGCCTCC TCAGCATCCT CCTGCGGGAC TGGCTCGCCA 

2351 TGCGAAAGCA GATCCGCTCG CGGATTCCCC AGAGCAGCCC CGAGGAGGCC 



2401 GTGCTCCTGG ACAAGCAGCA GGCCGCCATC AAGGTCGTGT GTAACTCGGT 

2451 TTACGGGTTC ACGGGAGCGC AGCACGGACT CCTGCCGTGC CTGCACGTTG 

2501 CCGCGACGGT GACGACCATC GGCCGCGAGA TGCTGCTCGC GACCCGCGAG 

2551 TACGTCCACG CGCGCTGGGC GGCCTTCGAA CAGCTCCTGG CCGATTTCCC 

2601 GGAGGCGGCC GACATGCGCG CCCCCGGGCC CTATTCCATG CGCATCATCT 
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Figure 50 DNA and amino add sequence Ust 

2651 ACGGGGACAC GGACTCCATC TTTGTGCTGT GCCGCGGCCT CACGGCCGCC 

2701 GGGCTGACGG CCGTGGGCGA CAAGATGGCG AGCCACATCT CGCGCGCGCT 

2751 GTTTCTGTCC CCCATCAAAC TCGAGTGCX3A AAAGACGTTC ACCAAGCTGC 

2801 TGCTGATCGC CAAGAAAAAG TACATCGGCG TCATCTACGG GGGTAAGATG 

2851 CTCATCAAGG GCGTGGATCT GGTGCGCAAA AACAACTGCG CGTTTATCAA 

2901 CCGCACCTCC AGGGCCCTGG TCGACCTGCT GTTTTACGAC GATACCGTAT 

2951 CCGGAGCGGC CGCCGCGTTA GCCGAGCGCC CCGCAGAGGA GTGGCTGGCG 

3001 CGACCCCTGC CCGAGGGACT GCAGGCGTTC GGGGCCGTCC TCGTAGACGC 

3051 CCATCGGCGC ATCACCGACC CGGAGAGGGA CATCCAGGAC TTTGTCCTCA 

3101 CCGCCGAACT GAGCAGACAC CCGCGCGCGT ACACCAACAA GCGCCTGGCC 

3151 CACCTGACGG TGTATTACAA GCTCATGGCC CGCCGCGCGC AGGTCCCGTC 

3201 CATCAAGGAC CGGATCCCGT ACGTGATCGT GGCCCAGACC CGCGAGGTAG 

3251 AGGAGACGGT CGCGCGGCTG GCCGCCCTCC GCGAGCTCGA CGCCGCCGCC 

3301 CCAGGGGACG AGCCCGCCCC CCCCX5CGGCC CTGCCCTCCC CGGCCAAGCG 

3351 CCCCCGGGAG ACGCCGTTGC ATGCCGACCC CCCGGGAGGC GCGTCCAAGC 

3401 CCCGCAAGCT GCTGGTGTCC GAGCTGGCCG AGGATCCCGC ATACX5CCATT 

3451 GCCCACGGCG TCGCCCTGAA CACGGACTAT TACTTCTCCC ACCTGTTGGG 

3501 GGCGGCGTGC GTGACATTCA AGGCCCTGTT TGGGAATAAC GCCAAGATCA 

3551 CCGAGAGTCT GTTAAAAAGG TTTATTCCCG AAGTGTGGCA CCCCCGGGAG 

3601 GACGTGGCCG CGCGGCTCCG GGCCGCAGGG TTCGGGGCGG TGGGTGCCGG 

3651 CGCTACGGCG GAGGAAACTC GTCGAATCTT l3CAT^ TTTC^TACfC 

3701 TAGCATGA 
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SEQ.ID.no. 8 Amino acid sequence of DNA polymerase for HSVl-F-Ml 
1 MFSGGGGPLS PGGKS AARAA SGFFAPAGPR GAGRGPPPCL RQNFVTNPYLA 

10 

51 PVGTQQKPTG PTQRHTYYSE CDEFRFIAPR VLDEDAPPEK RAGVHDGHLK 
101 RAPKVYOGGDERDVUIVGSGGFWPRRSRLWGGVDHAPAGFNPTVTVFHV^ 
15 151 DIUai^VEHAYGMRAAQFHARFNroAITPTGTVm^ 

201 TRQYFYMNKEEVDRHLQCRAPRDLCERMAAALRESPGASFRGISADHFEA 
25 1 EWERTDVYY YETRP ALFYR VYVRSGRVLS YLCDNFCP AI KKYEGGVD AT 

20 

301 TRE[IJ>l^FVTFGWYRI^GRN^rIlAQPRAPMAFGTSSDVEFNC^AD^^ 
351 AIEGGMSDIJ AYKLMCFDffiOKAGGEDELAFPVAGHPmJLVIQISCLLYD 
25 401 I^TTAI£HVLU'SljGSC»IJPESHU«reiAARGLFITVVIJB^ 
451 MTLVKQYGPEFVTGYNIIOTDWPFLIJSXLTDIYKWU^ 
501 VWDIGQSHFQ KRSKIKVNGM VNIDMYGUT DKKLSSYKL NAVAEAVLKD 

30 

551 KKKDLSYRDIPAYYAAGPAQRGVIGBYaQDSLLVGQLFFKFLPHLELSA 
601 VARIAGINITRTIYDGQQm\^(XLRlj\DQKGFILPDTQGRFRGGGGEA 
35 651 PKRPAAAREDEERPEEEGEDEDEREEGGGEREPEGARETAGRHVGYQGAR 
701 VLDPTSGFHV NPVWFDFAS LYPSHQAHN LCFSTLSLRA DAVAHLEAGK 

75 1 DYLEEEVGGR RLFFVKAHVR ESLLSILLRD WLAMRKQIRS RIPQSSPEEA 

40 

801 VLLDKQQAAI KWCNSVYGF TGAQHGLLPC LHVAATVTTI GREMLLATRE 
851 YVHARWAAFEQIXADFPEAADMRAPGPYSMRnVGDTDSIFVLCRGLTAA 
45 901 GLTAVGDKMASfflSRAUO^PIKI^aEKTFTKUXIAKKKYIGVIYGGm 

951 UKGVDLVRKlWCAFINRTSRALVDLIJnrDDWSGAAAALAERPAEEWlA 
1001 RPLPEGLQAF GAVLVDAHRR ITDPERDIQD FVLTAELSRH PRAYTNKRLA 

50 

1051 HLTVYYKLMARRAQVPSIKDRIPYVIVAQTRE\^TVARLAALRELDAAA 
1 101 PGDEPAPPAA U'SPAKRPRE TPLHADPPGG ASKPRKLLVS ELAEDPAYAI 
55 1151 AIKJVALNTDYYFSHLLGAACVTFKAIJraNNAKITESIlJ^ 
1201 DVAARLRAAGFGAVGAGATAEETRRMLHRAFDTLA* 

60 
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S Fi^are 5Q DNA and amino acid sequence list 

SEQ.ID.NO- 9 DNA sequence of HSV polymerase gene for HSVl-DJL-Ml 

1 ATGTTTTCCXjGTGGCXKKXKjCCCGCTGTCCCCC^ 
10 51 CAGGGCGGCG TCXXjGGTTTT TTGCXK:caK^ 

101 GGGGA<XCCCGCCTTGTTTGAGGCAAAACTTTTACAA(XCCrACCT(^ 
151 CCAGTCX3GGA CXJCAACAGAA GCCGACCGGG CCAACCCAGC GCCATACXjTA 

15 

201 CTATAGCXjAATGCGATGAATTT(XrATTCATCGCCCXXKXKJ 
251 AGGATGCCXX:CXXXKjAGAAGCG(XK:CGGGGTGC 
20 301 CGCGCCa:CAAGGTGTACrGCGGGGGGGACGAGajaj 
351 OKKjTCXKKK^GGCTTCTGGCCGCXj^^ 
401 ACCACGC(XCGGCXKKKjTTCAA.(X(XAC^ 

25 

451 GACATCCTGGAGAAOTTGGAGCACXKXjTACGGCATGCGCXj 
501 CCACXKXKXKtTTTATGGACGCCATCACACCGACGGGGAC^ 
30 551 TCCTGGGCCTGACrCCXjGAA.GGCCACCXKj^ 

601 ACGCGGCAGTACTTTTACATGAACA^GGAGGAGGTTGACAGGCACCTACA 
651 ATGCaK:XK:CCCACXjAGATCTCTGajAGCGCATGGCC^^ 

35 

701 AGTCCCCGGGCGCXjTCXjTTCCXKXKK^ATCrCC^^ 
751 GAGGTGGTGGAGCGCAC(XrACXjTGTACTACTACGAGACXK:GCCC^^ 
40 801 GTTTTACCGC GTCTACGTCC GAAGCGGGCG CGTGCTGTCG TACCTGTGCXj 

851 ACAACTTCTG CCCGGCCATC AAGAAGTACG AGGGTGGGGT CGACXKCACC 
901 ACCCGGTTCATCCrGGACAAC(X«KKJTTCGTCAC<^ 

45 

951 TCTCAAACCGGGCCXKjAACAACACXKrrAGCCCAGCmC^ 
1001 CCTTCGGGAC ATCCAGCGAT GTCGAGTTTA ACTGTACGGC GGACAACXTG 
50 1051 GCCATCXjAGGGGGGCATGAGCGACXTACCXjGCATACAAGCTCATGTC^ 
1101 CGATATCGAATGCAAGGCXKjGGGGGGAGGACGAGCTGGCCTTTCC^ 
1 151 CXXKjGCACCX: GGAGGACCTG GTCATCCAGA TATCCTGTCT GCTCTACXjAC 

55 

1201 CTGTCCACCACCXK:(XTGGAGCA(XrTCCTCCTGTTT^ 

1251 CGACCTCCCC GAATCCX:ACC TGAACXjAGCT ggcggccagg ggcctgccca 
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5 

Figure 5R DN A and amino acid sequence list 

1301 CGCCCXjTGGT TCTGGAATTC GACAGCGAAT TCXjAGATGCT gttggccttc 

10 

1351 ATGACCCTTG TGAAACAGTA CGGCCCCGAG TTCGTGACCG GGTACAACAT 
1401 AATCAACTTC GACTGGCXXn' TCTTGCTGGC CAAGCTGACXJ GACATTTACA 
15 1451 AGGTCXXXXn'GGAaKK5TACGG<XGCATGAAOGGCCGGGGCX5TGTTTOGC 
1501 GTGTGGGACATAGG<XlAGAGCX:ACnTCX:AGAAGCXKAGCAAGATAAAGGT 
1551 GAACGGCATG GTGAACATCG ACATGTACX3G GATTATAACC GACAAGATCA 

20 

1601 AGCTCTCXJAGCTACAAGCTCAACGCXXjTGGCCXJAAGCCGTCCTGAAGGAC 
1651 AAGAAGAAGG ACCTGAGCTA TCGCGACATC CCCACCTACT ACGCCGCCGG 
25 1701 GO(XXKXKL\ACXKXKKK5TGAT<XXK»AGTACTGCATACAGGAT^^ 
1751 TGGTGGGCX:A GCTGTTTTTT AAGTmTGC CXXATCTGGA GCTCTCGGCC 
1801 GTCXKXKXKT TGGCXK3GTAT TAACATCACC CGCACCATCT ACGACXKXX^A 

30 

1851 GCAGATCCGC GTCTTTACGT GCXDTGCTGCG CCTGGCCGAC CAGAAGGGCT 
1901 TTATTCTGCC GGACACCCAG GGGCGATTTA GGGGCGCCGG GGGGGAGGCG 
35 1951 Cm\AGCGTCCGGCXXK:AGC(XXKXjAGGACGAGGAGCX3GCCAGAGGAGGA 
2001 GGGGGAGGAC GAGAACX3AAC GCX5AGGAGGG 0GGGGGCX5AG CGGGAGCCGG 
2051 AGGGCGOKXjGGAGAaXKXGGCCXKKJACGTGGGGTACCAGGGGGCCAGG 

40 

2101 GTCCTTGACC CCACTTCCXjG GTTTCACXiTG AACCCCGTGG TGGTGTTCXJA 
2151 CTTTGCCAGC CTGTACXCCA GCATCATCCA GGCCCACAAC CTGTGCTTCA 
45 2201 GCAOGCTCrCCCTGAGGGCCGACXKAGTGGaKACCTGGAGGC^^ 

2251 GACrACCTGGAGATOGAGGTGGGGGGGCGACXjGCTGTTCTTCGTCAAGGC 
2301 TCACGTGCGA GAGAGCCTCX; TCAGCATCCT CCTGCGGGAC TGGCTCGCCA 

50 

235 1 TGCGAAAGCA GATCCGCTCG CGGATTCCCC AGAGCAGCCC CGAGGAGGCC 
2401 GTGCrCCrGGACAAGCAGCAGGOXSCCATCAAGGTCXjTGTGTAACrCGGT 
55 2451 TTACXMSGTTCACGGGAGOKJAGCACGGACTCXn'GCCXJTGCCnXK^ 

2501 CXDGCXjACXK5TGA0GACX:ATCGGCX:GCGAGATGCrGCTCGCGA0CXXrTO 
2551 TACGTCCACG CGCGCTGGGC GGCCTTCXjAA CAGCTCCTGG CCGATTTCCC 

60 
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S Figure 5S DNA and amino acid sequence Mst 

2601 GGAGGCGGCC GACATGCGCG CCCCCGGGCC CTATTCCATG CGCATCATCT 
10 2651 AOKKKJACACGGACTCCATATTTGTGCTGTGaXKXKK: 
2701 GGGCrGACXK5(XGTGGGCX5ACAAGATGGOGAGCCAC^^ 
2751 GTTTCTGCCCCCCATCA\ACTCXjAGTG(XrAAA^GACGTTCACCAAGCT 

15 

2801 TGCTGATCGC CAAGAA^AAG TACATCXXKXr TCATCTACXjG GGGTAAGATG 
2851 CTCATCAAGGGCXJTGGATCTGGTGCGCAAAAAC^ 
20 2901 CCXK:ACCT<XAGGGCCCrGGTCGACCTGCT 
2951 CXXKjAGOjGCCXKXXKXjTTAGCCXjAGC^^ 
3001 CXjA(X:(XTGCC<XrAGGGACrGCAGGCXjTTCGGGGCra 

25 

3051 (XATCXKKXHZATCACCXjACCCGGAGAGGGACATCCAC^ 
3101 aXK:a5AACTGAGCAGACACCCX]KXKXK^ 
30 3151 CACCTGACGGTGTATTACAAGCTCATGGCCCXKXX3CGC(^ 

3201 CATCAAGGACCGGATCXXXjTACXjTGATCXjTGGCX:(:AGACCC^^ 
3251 AGGAGACGGTCGCGCGGCTGGCCGCCCT(XGCX5AG 

35 

3301 (XAGGGGACGAGCCCG(XCCCCCCXKXK]MXCTGCCCTCC^ 
3351 CCCCCXjGGAG ACGCCGTCGC CTGCCGACXDC CCCXjGGAGGC gcgtccaagc 
40 3401 CCCGCAAGCTGCTGGTGTCCGAGCTGGCXXrAGGATCCCC^ 
3451 GCCCACGGajTCG<XCrGAACACGGACTATTACT^ 

3501 GGCXjGCGTGC GTGACATTCA AGGCCCTGTT TGGGAATAAC GCCAAGATCA 

45 

355 1 (XGAGAGTCT GTTAAAAAGG TTTATTCCCXj AAGTGTGGCA CCCCCCXjGAC 
3601 GA(:XjTGGCCXjCGaKjCTCCXjGACCXK:AGGGT^ 
50 3651^t::GCTAt:XKKXj GAGGAAACT GCATAGi^KXTTTTGATACIXr" 
3701 TAGCATGA 
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5 Figure 5T DNA and amino acid sequence list 

SEQ.ID.no. 10 Amino acid sequence of DNA polymerase for HSVl-DJl^Ml 

1 MFSGGGGPLS PGGKSAARAA SGFFAP AGPR GAGRGPPPCL RQNFYNPYLA 
10 51 PVGTQQKPTGPTQRHTyYSECl)EFRFIAPRVLDEDAPPEKRAGVHIXjH^ 

101 RAPKWCXjGDERDVUIVGSGGFWPRRSRLWGGV^ 
151 DILENVEHAY GMRAAQFHAR FMDAlTPTGT VITLLGLTPE GHRVAVHVYG 

15 

201 mQYFYMNKEEVDRHLQCRAPKDLCERMAAAIJffiSPGASFRGISADHFEA 
251 EVVERTDVYYYETRPAIJ^VYX^GRVIJSYLCI) 
20 301 TRFILDl^GFVTFGWYRLKPGKNnsrnAQPRAPM^ 

351 AIEGGMSDLP AYKLMCFDIE CKAGGEDELA FPVAGHPEDL VIQISCLLYD 
401 LSTTALEHVL LFSLGSCDLP ESHLNELAAR GLPTPWLEF DSEFEMLLAF 

25 

451 MTLVKQYGPE FVTGYNIINF DWPFIIAKLT DIYKVPI^ 
501 VWDIGQSHFQ KRSKDCVNGM VNTDMYGUT DKIKLSSYKL NAVAEAVLKD 
30 551 KKKDLSYRDI PTYYAAGPAQ RGVIGEYCIQ DSLLVGQLFF KFLPHLELSA 

601 VARIAGJNTTRTIYIXjQQIRVFTCLLRIADQKGFI^ 

651 PKRPAAAREDEERPEEEGEDENEREEGGGEREPEGARETAGRHVGYQGAR 

35 

701 VLDPTSGFHV NPVWFDFAS LYPSHQAHN LCFSTLSLRA DAVAHLEAGK 
751 DYLEIEVGGRRLFFVKAHVRESLLSILLRD WLAMRKQIRS RIPQSSPEEA 
40 801 VLLDKQQAAI KWCNSVYGF TGAQHGLLPC LHVAATVTTI GREMLLATRE 

851 YVHARWAAFEQUJU)FPEAADMRAPGPYSMRIIYGDTDSIF\^ 
901 GLTAVGDKMA SfflSRALFLP PIKLECEKTF TKLLUAKKK YIGVIYGGKM 

45 

951 LDCGVDLVRKlWCAFINRTSRALVDLU^DWSGAAAi^ 
1001 RPLPEGLQAF GAVLVDAHRR ITDPERDIQD FVLTAELSRH PRAYTNKRLA 
50 1051 HLT\rraa.MARRAQWSIKDRIPYVIVAQTREVEETVAI^ 

1101 PGDEPAPPAA LPSPAKRPRE TPSPADPPGG ASKPRKLLVS ELAEDPAYAI 
1151 AHGVAIJSITDYYFSHLLXjAACVTFKAIJGNN AKITC^ 

55 

1201 DVAARLRTAGFGAVGAGATAEETRRMLHRAFDTLA* 
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SEQ.ID.no. 11 DNA sequence of DNA polymerase gene for HMCV-AD169- 
Ml 

10 1 atgtttttcaacxcgtatctgagcggcggcgtgaccggcggtgcggtcxk; 

51 GGGTGGiXGGCXjTCAGCXjTTaKIAGCCCXSGCTCCGajCAGC^^ 

101 AGOKKXXKXJACAGAAACAGTTTTTGCAGATraTGCCXKXSAGGTCTC^ 

15 

151 TTCGAOGGTC AGACX3GGGTT GATCAAGCAT AAGACGGGAC GGCTGCCrCT 
201 CATGTTCTAT CXjAGAGATTA AACATTTGTT GAGTCATGAC ATGGTTTGGC 
20 251 CGTGTCCTTGGCGCGAGACCCTGGTGGGTCGCXjTGGTGGGACCTATTCGT 
301 TTTCACACXn'ACGATCAGACGGACGCXajTGCrCTTCTTCXjACTC^^ 
351 AAACGTGTCGCOKXKn'ATCGTC^GCATCTGGTGCCT^ 

25 

401 TGiXJTTTOTCXKKKiCCACAGAACACXKKn'ACAGT^^ 
451 TTOGGGCAGCGCAGCrACTTTTACrGTGAGTACAGCXJACACCGATAGGCr 
30 501 GOGTGAGGTCATTGCCAGCCTGGGCXjAACTAGTGCIXXjAACCXXXKjACXK: 
551 CATACGCCXjT GTCTGTCACX5 CXZGGCCACCA AGACCTCCAT CTATGGGTAC 
601 GGGACGCGAC CCGTGCCCGA TTTGCAGTGT GTGTCTATCA GCAACTGGAC 

35 

651 CATGGCCAGAAAAATCGGCGAGTATCTGCTGGAGCAGGGTTTTCXXGTGT 
701 ACXjAGGTCCG TGTGGATCCG CTGACXKXjTT TGGTCATCX3A TOGGCGGATC 
40 751 ACCACGTTCXjGCTGGTGCTCCGTGAATCXjTTACGACTGGCGGCAGCAGGG 
801 TCXKXKX5TCG ACTTGTGATA TCXjAGGTAGA CTGCGATGTC TCTGACCTGG 
851 TGGCTGTGa:<»AOTAC^GCTCGTGGCCGCGCTATCGATGCCTGTCCTTC 

45 

901 GATATOGAGT GCATGAGCXKj CGAGGGTGGT TTKXCTGCG CCGAGAAGTC 

50 1001 ACACXIXK^CGTGGATCAGGGGATCXXAAACXjGGAACGATGGTCXKKKj 

1051 ACTTCXjGAGG GTGTGATCTT TGGGCACTCG ggtcttcatc tctttacgat 
1 101 CX3GCA<XTGC GGGCAGGTGG GCCCAGACXJT GGACGTCTAC GAGTTCCCTT 

55 

1151 CmAATAOjAGCTGCrGCTGGGCrTTATGCTTTTCTTTCAACGGTAaK^ 
1201 CXXKKXnTG TGACCGGTTA CAACATCAAC TCTTTTGACT TGAAGTACAT 

60 
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1251 CCTCACGCGT CTCGAGTACC TGTATAAGGT GGACTCGCAG CGCTTCTGCA 
10 1301 AGTTGCCTACGGCXK:AGGGCGG<XGTTTCrTTTTACAC^ 
1351 GGTTTTAAGCGGCAGTACXK:CXjOa^^ 

1401 TCCGGCCAGC ACGGCCGCCA CX:AAGGTGTA TATTGCGGGT TCGGTGGTTA 

15 

1451 TCGACATGTA CCCTGTATGC ATGGCCAAGA CTAACTCGCC CAACTATAAG 
1501 CTCAACACTA TGGCCGAGCT TTACCTGCXjG CAACXjCAAGG ATGACCTGTC 
20 1551 TTACAAGGACAT(XCXKXjTTGTTTCXtTGG^ 

1601 AGGTAGGCCXj TTACTGTCTG CAGGACGCXXj TATTGGTGCG cgatctgttc 

1651 aacacx:attaattttcactacgaggccx3GGGCx:atcx^^ 

25 

1701 AATTCCGTTG CGGCGTGTCA TCTTTGACXjG ACAGCAGATC CXjTATCTACA 
1751 CCTCXKn'GCrGGACXyAGTGCGCXZrrGCCGC^ 
30 1801 TACAGCAA^GGTAOjACGGTGCCCXjAAACGAATAGCGTT^ 
1851 TAACXKH'GCrATCATCTCrACCXKXXKrrGTGCra 
1901 TGGCGGCTATGTTTCAGATGTCXKXGCCCTTGCAATCTGCGCra 

35 

195 1 CAGGACGGCG TTTCACCCGG CTCCXiGCAGT AACAGTAGTA GCAGCGTCGG 
2001 CGTTTTCAGCGTCGGCTCiXrGCAGTAGTGGCGGajTC^^ 
40 2051 ACAATCAaKjCX]K:(:XKKXKjTACTGC(^^ 

2101 GTGTTTGAGC (XGAGGTGGG TTACTACAAC GACCCCGTGG CXXrTGTTCGA 
2151 CTTTGCCAGCCrCTACCCTTCCATCATCATGGa:CACAACCTCrGCT 

45 

2201 CCACCCTGCT GGTGCCGGGT GGCGAGTACC CTGTGGACCC CXjCCGACXjTA 
2251 TACAGCXjTCACGCTAGAGAACXKKXjTGACCCACaK^ 

~50 2301-GGTGCGCGTeTeGGTGerCT^GGAA^GCrC^ 

2351 GGCGTGCCGTGCXKXjAATGCATGCGCGAGTGTCAAGACCCTGTG(^ 
2401 ATGCTGCTCG ACAAGGAACA GATGGCGCTC AAAGTAACXjT GCAACXjCTTT 

55 

2451 CTACGGTTTTAC(XK]KXj(:XK:TGAAa^ 

2501 CCGCCAGCAT CACXXXjCATC GGTCGCGACA TGCTAGAGCG CACGGCGCGG 
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10 2551 TTCATCAAAGACAACTmCAGAGOXJTGTTTTTTGCACAAT^ 

2601 TCAGGAAGAC TATGTAGTGG GAACXKXK3GA GGGGGATTCX5 GAGGAGAGCA 
2651 GCGCGTTACC GGAGGGGCTC GAAACATCGT CAGGGGGCTC GAACGAACXK5 

15 

2701 CGGGTGGAGGCGCGGGTCATCTACGGGGACACXK5ACAGCX5TGTTTGTCCG 
2751 CTTTOn'GGCCTGAOGOaKJAGGCrCTGGTGGaKXtTGGGCCCAGC^ 
20 2801 (XK:iACTACX3TGACGG<XTGTCTTTTTGTGGAGCmjTC^ 

2851 GAAAAGGTCr TCGTCTCTCT TATGATGATC TGCAAGAAAC GTTACATCGG 
2901 CAAAGTGGAGGGCGCCrCXK3GTCrGAGCATGAAGGGC»TGGATCTGGTGC 

25 

295 1 GCAAGACGGC CTGCGAGTTC GTCAAGGGCXi TCACXKXjTGA CXjTCCTCTCG 
3001 CTGCrCrTTGAGGATCXKX5AGGTCTCGGAAGCAGCCGTGCG<XTGT(^^ 
30 3051 (XrrCTCACTCGATGAAGTCAAGAAGTACGGOjTGCCACGCGGTTTCrGGC 
3101 GTATCnTAOJCCXKDTTGGTGCAGGCXaKXSAOGATCTGTACXn'G 
3151 GTGCGTGTOG AGGACCTGGT GCTTTCGTCG GTGCTCTCTA AGGACATCTC 

35 

3201 GCTGTACCXJT CAATCTAACC TGCCXJCACAT TGCCX5TCATT AAGCGATTGG 
3251 aKKXXGTTCTGAGGAGCTAC(XTCGGT(:X}GGGAT(XGGTCTTTTAC^ 
40 3301 CTGACGGCGC(XGGTGTC(»GACGGCXKXX5CAGGGTTCCrCCGAC^ 
3351 TGATTCTGTAACCXKXXKKXjTGGTTTCCOJGTCGGACGCGATTGA 
3401 OHjAOGACGACGCTGACGGCGGCGGGGTAGAGGAGAGCAACAGGAGAGGA 

45 

3451 GGAGAGCCXKj CAAAGAAGAG GGCXJCGGAAA CCACCGTCXjG (XGTGTGCAA 

3501 _CXACGAGGIA_GCXX3AAGAXC.a3AGCTAC^ GCGCXiAGCACGGOjIGCCCA 

50 3551 TTCAOK^CXjACAAGTACTTTGAGCAGGTTCTCAAGGCrGTAACTAACXjTG 
3601 CTGTCXJCCCG TCTTTCCCXjG OGGCGAAACC GOGCX3CAAGG ACAAGTTTTT 
3651 GCACATGGTG CTGCCGCGGC GCTTGCACTT GGAGCCGGCT TTTCTGCXiXjT 

55 

3701 ACAGTGTCAA GGCXjCACGAA TGCTGTTGA 



-58- 



00221. us 1 Replacement page 



S Figure 5X DNA and amino add sequence list 



SEQ.ID.NO-12 Amino add sequence of DNA polymerase f r HCMV-AD169-M1 



10 1 MFFNPYLSGGWGGAVAGGRRQRSQPGSAQGSGKRPPQKQFLQIWRGVM 

51 FDGQTGUKH KTGRLPLMFY REKHLLSHD MVWPCPWRET LVGRWGPIR 
101 FHTYDQTDAV LFFDSPENVS PRYRQHLVPS GNVLRFFGAT EHGYSICVNV 

15 

151 FGQRSYFYCE YSDTDRLREV lASVGELVPE PRTPYAVSVT PATKTSIYGY 
201 GTRPVPDLQCVSIS^fWTMARKIGEYII-EQGFPVY^ 
20 251 TTFGWCSVNR YDWRQQGRAS TCDIEVDCDV SDLVAVPDDS SWPRYRCLSF 
301 DffiO^SGEGGFPCAEKSDDIVIQISCVCYETGGNTAVIXJGIPNGl^ 
351 TSEGWGHSGLHLFTIGTCGQVGPDVDVYEFPSEYEUXGFMLFFQRYA 

25 

401 PAFSTTGYlOT^SFDIJmLTRLEYLYK^SQRFa^^ 

451 GFKRQYAAAF PSASHNNPAS TAATKVYIAG SWIDMYPVC MAKTNSPNYK 
30 501 LNTMAELYLRQRKDDLSYKDXPRO^ANAEGRAQVGRYCI-QDAVL^^ 

551 OTI>n?HYEAGAIARIJ^KIPLRRVIF^^ 

601 YSKGTTVPET NSVAVSPNAA HSTAAVPGD AGSVAAMFQM SPPLQSAPSS 

35 

651 QDGVSPGSGSNSSSSVGVFSVGSGSSGGVGVSNDNHGAGGTAAVSYQGAT 
701 VFEPEVGYYNDPVAVFDFASLYPSIIMAHNLCYST1I.VPGGEYPVDPADV 
40 75 1 YSVTLENGVT HRFVRASVRV SVLSELLNKW VSQRRAVREC MRECQDPVRR 

801 MLLDKEQMALKVTOsrAFYGFTGALNGMMPCLPIAASITM 
851 FKDNFSEPC FLHNFFNQED YWGTREGDS EESSALPEGL ETSSGGSNER 

45 

901 RVEARVIYGD TDSVFVRFRG LTPQALVARG PSLAHYVTAC LFVEPVKLEF 
951 EKVFVSLMMICKKRYIGKVEGASGIJSMKGVDLVRKTACT^ 
"~50 mi 'IXFEDREVSE"SAVWSia3I7D1EVK^^ 

1051 VRVEDLVl^S VLSKDISLYRQSNLPHIAVIKRLAARSEELPSVGDRVFYV 
1 101 LTAPGVRTAP QGSSDNGDSV TAGWSRSDA IDGTDDDADG GGVEESNRRG 

55 

1151 GEPAKKRARKPPSAVCmEVAEDPSYVREHGWIHADKYFEQVl^ 
1201 l^P\aTGGETARKDKFUiMVU>RRLHI^PAFLPYSV^^ 
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